Search History Transcript http://wcstbrs:8002/bin/gotc.cxe?f=shistAstatc=jnnk2n.3.1 

WEST Search History 

DATE: Thursday, November 06, 2003 

Set Name Query Hit Count Set Name 

side by side result s t 

0B=USPT; PLUR=yES; OP=AN0 

^ (Helicobacter or helicoacter or hpyhori or 
hpylori or pylori or pylon's or pyloridis).clm. 

L2 LI and urease.clm. 

^ L2 and (weight or kda or kd or da or daltons 
or dalton or rmw or size).clm. 

L4 (hsp or hspb or hsp-b).clm. 

L5 L4 and II 

END OF SEARCH HISTORY 
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Scorch History Transcript 



http://westbrs:8002/bin/gate.exe?f=shistdstate=e462fi.3J 



WEST Search History 



DATE: Thursday, November 06, 2 003 

Set Name Query Hit Count Set Name 

side by side result set 

DB=U5PT; PLUR=YE5; OP=ANb 

LI hspa.clm. and hspb.clm. 3 LI 

L2 hspa.clm. and ureb.clm. 2 L2 

END OF SEARCH HISTORY 
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Search ExPASv 


Contact us 


Swiss -Prot 


Hosted bv NCSC 


Mirror sites: 


Bolivia' 


Canada 


China! 


Korea! 


Switzerland 


Taiwan! 


ys 








i 







Search ' Swiss-Prot/T rEMBL 



for - 



Go Clear 



Search in Swiss -Prot and TrEMBL 
for: Helicobacter pylori kda 

Swiss-Prot Release 42.1 of 24-Oct-2003 
TrEMBL Release 25.1 of 24-Oct-2003 



Number of sequences found in Swiss-Prot ^ and TrEMBL ^ 17 y 34 

Note that the selected sequences can be saved to a file to be later 

retrieved; to do so, go to the bottom of this page. 

For more directed searches, you can use the Sequence Retrieval System 

SRS. 



Search in Swiss-Prot: There are matches to 17 out of 136356 
entries 

AN36 J=tELPJ (Q9ZJD1) 

<| 6kDa a)tigen. {GENE: JHP1381} - Helicobacter pylori J99 

(Campylobacter pylori J99) 
AN36 HELPY (P94851) 

(^IkSaafrfigen. {GENE: HP1488} - Helicobacter pylori (Campylobacter 
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Scorch in Swiss-Prot and TrEMBL for: hclicobacter pylori kda 



http://us.cxpasy.org/cgi-bin/sprot-scarch-dc7hclicobacter%20pylori%20kda 



pylori) 

CAGA HELPJ (Q9ZLT1) 

Cytotoxicity associated immunodominant antigen (120 kDa protein) (CAG 
pathogenicity island protein 26). {GENE: CAGA OR CAI OR CAG26 OR 
JHP0495} - Helicobacter pylori J99 (Campylobacter pylori J99) 

CAGA HELPy (P55980) 

Cytotoxicity associated immunodominant antigen (120 kDa protein) (CAG 
pathogenicity islanchprotein 26). {GENEyCAGA OR CAI OR CAGZ6 OR 
HP0547} - Helicobacterp^lori (Campylobacter pylori) 

CGA1 HELPY (P80200) 

Cytotoxicity associated immuno^^inant antigen (120 kDa protein). {GENE: 
CAGA OR CAI} - Helicobacter pylori^mpylobacter pylori) 

CGA2 HELPy (P55746) / 

Cytotoxicity associated immunodominant anfftjeni (120 kDa protein). {GENE: 
CAGA OR CAI} - Helicotxicter pylori (Campylobacter pylori) 

CHIP HELPy (P48225) 

10 kDa chapero^in (Protein CpnlO) (groES protein) (Heat shock protein 10). 
{GENE: GROS ORv^ROES C>R MOPB OR HSPIO OR HSPA OR HPOOll OR 
JHP0009} - Helicobcfeterypylori (Campylobacter pylori), Helicobacter pylori 
J99 (Campylobacter p7iorkJ99) 




CH60 HELPJ (Q9ZN50) 
(j60 kDa^aperonin (Protein Cpn60) (gj?oEL protein) (Heat shock prbtein 
60p{^fNE: GROL OR MOPA OR G^OEL OR HSP60 OR HSPB OR 
JHP0008} ^Helicobacter pylori J99 (Campylobacter pylori J99) 
CH60_HELPy (P42383) y/ ^ f>^ 

60 kDa chaperonin s (^rotein/Cpn60) (groEL protein) (Heat shock protein 
60). {GENE: GROL O^MpA OR GROEL OR HSP60 OR HSPB OR HP0010} - 
Helicobacter pylori (Campx[obacter pylori) 
DNAK HELPJ (Q9ZMW4) \ 

Chaperone protein dnaK (Heat shock protein 70) (Heat shock 70 kDa 
protein) (HSP7P). {GENE: DNAK ^RvJHPOlOl} - Helicobacter pylori J99 
(Campylobacter pylori J99) 
DNAK HELPy (P55994) 

Chaperone protein dnaK (Heat shock proteinTO) (Heat shock 70 kDa 
protein) (HSP70). {GENE: DNAK OR HP0109} - Helicobacter pylori 
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(Campylobacter pylori) 
HCPA HELPJ (Q9ZMAA1) 

Beta-lactamase hcpA precursor (EC 3.5.2.6) (Cysteine-rich(£8 kDa protein). 

{GENE: HCPA OR JHP0197) - Helicobacter pylori J99 (Campytebaefer 

pylori J99) 
HCPA HELPy (025001) 

Beta-lactamase hcpA precursor (EC 3.5.2.6) (Cysteine-ridhf28 kDo ip/otein). 

{GENE: HCPA OR HP0211} - Helicobacter pylori (Campy lobacterpylori) 
PYRX HELPJ (Q9ZAAG9) 

Probable dihydroorotase-like protein (Aspartate carbamoyltransfera? 

kDa non-catalytic chain). {GENE: PYRC OR JHP0251} - Helicobacter p^ 

J99 (Campylobacter pylori J99) 
PYRX HELPY (O25045) ^T7\ 

Probable dihydroorotase-like protein (Aspartate carbamoyltransferase\42 \ 

kDa non-catalytic chain). (GENE: PYRC OR HP0266} - Helicobacter pyloV-^ 

(Campylobacter pylori) 
TSAA HELPJ (P56876) 

Probable peroxiredoxin/(2^l<Da^ntigen). {GENE: TSAA OR JHP1471} - 

Helicobacter pylori J99xCaffipyIobacter pylori J99) 
TSAA HELPY (P21762) 

Probable peroxiredoxinX26kDa\antigen). {GENE: TSAA OR HP1563} - 

Helicobacter pylori (CamfiyloJ?acter pylori) 



Search in TrEMBL: There are matches to 17 out of 1016356 
entries 

025989 

60 kDa inner-membrane protein {GENE:HP1450} - Helicobacter pylori 
(Campylobacter pylori) 
050170 

Putativ^ 32.7 kDa/protein - Helicobacter pylori (Campylobacter pylori) 
P94847— " 




48 kDa antigen - Helicobacter pylori (Campylobacter pylori) 
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P94 j 

29k^i protein - Helicobacter pylori (Campylobacter pylori) 

Heat shock protein B subunit (60 kDa chaperonin) (Protein Cpn60) (groEL 
protein) {6ENE:HSPB} - Helicobacter pylori (Campylobacter pylori) 
Q8RNU3 

Heat shock protein A subunit (10 kDa chaperonin) (Protein CpnlO) (groES 
protein) {6ENE:HSPA} - Helicobacter pylori (Campylobacter pylori) 
Q8RNU7 

20 kDa membrane-associated lipoprotein (Membrane-associated lipoprotein 
Lpp20) {6ENE:LPP20} - Helicobacter pylori (Campylobacter pylori) 
Q93SIfl_ ^ 

56,000 kDa protein (Fragment) - Helicobacter pylori (Campylobacter 

pyloric 
Q9R2X6 

60 kDa major heat shock protein (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
Q9R4J4 

(31 kDajflhjor NONSELECTIVE porin protein (Fragment) - Helicobacter 
pykrrf' (Campylobacter pylori) 
Q9R4W4 

25 kDa major heat shock protein (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
Q9R4W5 

f 30 kDaj^ajor heat shock protein (Fragment) - Helicobacter pylori 
M Cam pylobacter pylori) 
Q9R4W6~ 

56 kDa) major heat shock protein (Fragment) - Helicobacter pylori 
Snpylobacter pylori) 
Q9R4W7 

66 kDa major heat shock protein (Fragment) - Helicobacter pylori 
""(Campylobacter pylori) 
Q9R510 

60 kDa heat shock protein/groEL homolog (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
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Q9R5L5 

HSP62=62 kDa urease-associated heat shock protein (Fragment) - 
Helicobacter pylori (Campylobacter pylori) 
Q9X749 f — \ 

HopV protein precursors (27 kDa^uter membrane protein) {GENE:HOPV OR 
OMP27} - Helicobacter pyterf^ranpylobacter pylori) 



New Search j 
in Swiss-Prot/TrEMBL by AC, ID, 
description, gene name, organism 
Please do NOT use any boolean 
perators (and, or, etc.) 



If you would like to retrieve all the Swiss-Prot/TrEMBL entries contained in 
this list , you can enter a file name. These entries will then be saved to a file 
under this name in the directory outgoing of the ExPASy anonymous ftp server , 
from where you can download it. (Please note that this temporary file will only 
be kept for 1 week.) 

File name: ? "~ "™| 



Format: ® Swiss-Prot OFasta 



s ifLi or | jCreate file^J 



__________ 

™ ExPASy Home paqe |-flg_ffiq 


Search ExPASv 
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Search ! Swiss-Prot/TrEMBL t 


for T 1 Go| | Clear 



Search in Swiss-Prot and TrEMBL 
for: helicobacter pylori da 

Swiss-Prot Release 42.1 of 24-Oct-2003 
TrEMBL Release 25.1 of 24-Oct-2003 



Number of sequences found in Swiss-Prot^ and TrEMBL ^: 180 

Note that the selected sequences can be saved to a file to be later 

retrieved; to do so, go to the bottom of this page. 

For more directed searches, you can use the Sequence Retrieval System 

SRS. 



Search in Swiss-Prot: There are matches to 85 out of 136356 
entries 

AMIE HELPJ (Q9ZME1 ) 

Aliphatic amidase (EC 3.5.1.4) (Acylamide amidohydrolase). {GENE: AMIE jr± 
OR JHP0279} - Helicobacter pylori J99 (Campylobacter pylori J99) 

AMIE HELPy (025067) 

Aliphatic amidase (EC 3.5.1.4) (Acylamide amidohydrolase). {GENE: AMIE 3 1 
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OR HP0294} - Helicobacter pylori (Campylobacter pylori) 
AMIF HELPJ (Q9ZJY8) 

Formamidase (EC 3.5.1.49) (Formamide amidohydrolase). {GENE: AMIF OR zz~)hh, 

JHP1159} - Helicobacter pylori J99 (Campylobacter pylori J99) 
AMIF HELPy (025836) 

Formamidase (EC 3.5.1.49) (Formamide amidohydrolase). {GENE: AMIF OR 

HP1238} - Helicobacter pylori (Campylobacter pylori) 3~~7kb 
AMP/KHELPJ CQ9ZLR1) 

Cytos^T^m^peptidase (EC 3.4.11.1) (Leucine aminopeptidase) (LAP) (Leucyl 

aminoj?€ptidase3. {GENE: PEPA OR JHP0517} - Helicobacter pylori J99 

(Campylobacter pylori J99) 
AMPA^HELPY (025294) 

Cytoso^&mtf^opeptidase (EC 3.4.11.1) (Leucine aminopeptidase) (LAP) (Leucyl 

amin^ptic^ej^^ENE: PEPA OR HP0570} - Helicobacter pylori 

(Campylobacter pylori) 
AMPM HELPJ (Q9ZJT0) 

MethioW : amiw6peptidase (EC 3.4.11.18) (MAP) (Peptidase M). {GENE: MAP 

QR JHPl / 219}N^elicobacter pylori J99 (Campylobacter pylori J99) 
AMPM HED^(P561Q^y 

Methionin^^nopeptidase (EC 3.4.11.18) (MAP) (Peptidase M). {GENE: MAP 

OR HP\?&9) - Helicobacter pylori (Campylobacter pylori) 
AN36 HELPJ (Q9ZJD 1 ) 

36 kba antigen. {GENE: JHP1381} - Helicobacter pylori J99 <^ 

(Campylobacter pylori J99) 
AN36JHELPy (P94851) 

36 kt>a antigen. {GENE: HP1488} - Helicobacter pylori (Campylobacter -?? , ^ 

pylori) ^WlClA 

BIOA_HELPJ (Q9ZKM5) 

Adenosylmethionine-8-amino-7-oxononanoate aminotransferase (EC 
2.6.1.62) (7,8-diamino-pelargonic acid aminotransferase) (DAPA LLQ& 
aminotransferase). {GENE: BIOA OR JHP0910} - Helicobacter pylori J99 
(Campylobacter pylori J99) cMJb - 

BIOA HELPy (025627) , 

Adenosylmethionine-8-amino-7-oxononanoate aminotransferase (EC 4/^ ^^^f^ 
2.6.1.62) (7,8-diamino-pelargonic acid aminotransferase) (DAPA 
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http://us.expasy.org/cgt-bin/sprot-search-de 



aminotransferase). {GENE: BIOA OR HP0976} - Helicobacter pylori 
(Campylobacter pylori) 

CAGA HELPJ (Q9ZLT1) ^ 

Cytotoxicil^asspeitffed immunodominant antigen (120 kDa protein) (CAG 
pathogenic4tfisla>^ 26). {GENE: CAGA OR CAI OR CAG26 OR 
JHP04$5} - Helicobacter pylori J99 (Campylobacter pylori J99) 

CAGA HELPy (P5598g> 

CytotoxicilVasSociated immunodominant antigen (120 kDa protein) {CAG 
pathogenjelfyisland protein 26). {GENE: CAGA OR CAI OR CAG26 OR 
HP054^} - Helicobacter pylori (Campylobacter pylori) 

CDSA HELP J (Q9ZML7) 

Phosphatidate cytidyly I transferase (EC 2.7.7.41) (CDP-diglyceride 
synthetase) (CDP-diglyceride pyrophosphorylase) (CDP-diacylglycerol 
synthase) (CDS) (CTP:phosphatidate cyt idyly It ransf erase) (CDP-DAG 
synthase) (CDP-DG synthetase). {GENE: CDSA OR JHP0201} - Helicobacter 
pylori J99 (Campylobacter pylori J99) 

CDSA HELPY (025004) 

Phosphatidate cytidylyltransf erase (EC 2.7.7.41) (CDP-diglyceride 
synthetase) (CDP-diglyceride pyrophosphorylase) (CDP-diacylglycerol 
synthase) (CDS) (CTP: phosphatidate cytidylyltransferase) (CDP-DAG 
synthase) (CDP-DG synthetase). {GENE: CDSA OR HP0215} - Helicobacter 
pylori (Campylobacter pylori) 

CGAKyEL^P80200) 

Cyto^oxreijy associated immunodominant antigen (120 kDa protein). {GENE: 
C$4 A OR C^I} - Helicobacter pylori (Campylobacter pylori) 

CGA2'NdEL0y1 P55746) 

Cy^afoSqcity associated immunodominant antigen (120 kDa protein). {GENE: 
CAGA OF^CAI} - Helicobacter pylori (Campylobacter pylori) 

CHIP fepy (P4^5) 

10 kDchchj^eronin (Protein CpnlO) (groES protein) (Heat shock protein 10). 
{GENfk&kos OR GROES OR MOPB OR HSP10 OR HSPA OR HP0011 OR 
JHf*0009} ^Helicobacter pylori (Campylobacter pylori), Helicobacter pylori 
J 99 (Campylobacter pylori J99) 

CH60JHELPJ (Q9ZN50) 

60 kDa chaperonin (Protein Cpn60) (groEL protein) (Heat shock protein 
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60). {GENE: GROL OR MOPA OR GROEL OR HSP60 OR HSPB OR 

JHP0008} - Helicobacter pylori J99 (Campylobacter pylori J99) 
CH60 HELPY (P42383) 

60 kDa chaperonin (Protein Cpn60) (groEL protein) (Heat shock protein 

60). {GENE: GROL OR MOPA OR GROEL OR HSP60 OR HSPB OR HP0010} - 

Helicobacter pylori (Campylobacter pylori) 
CLPP HELPJ (Q9ZL50) 

ATP-dependent Clp protease proteolytic subunit (EC 3.4.21.92) 

(Endopeptidase Clp). {GENE: CLPP OR JHP0730} - Helicobacter pylori J99 

(Campylobacter pylori J99) 
CLPP HELPY (P56156) 

A TP-dependent Clp protease proteolytic subunit (EC 3.4.21.92) 

(Endopeptidase Clp). {GENE: CLPP OR HP0794} - Helicobacter pylori 

(Campylobacter pylori) 
CLPS HELPJ (Q9ZN32) 

ATP-dependent Clp protease adaptor protein dps. {GENE: CLPS OR 

JHP0028) - Helicobacter pylori J99 (Campylobacter pylori J99) 
CLPS HELPy (P56066) 

ATP-dependent Clp protease adaptor protein dps. {GENE: CLPS OR 

HP0032} - Helicobacter pylori (Campylobacter pylori) 
PAPA HELPJ (Q9ZM13) 

Dihydrodipicolinate synthase (EC 4.2.1.52) (DHDPS). {GENE: DAPA OR 

JHP0410} - Helicobacter pylori J99 (Campylobacter pylori J99) 
DAPA HELPy (025657) 

Dihydrodipicolinate synthase (EC 4.2.1.52) (DHDPS). {GENE: DAPA OR 

HP1013} - Helicobacter pylori (Campylobacter pylori) 
D^£B_HELPJ (Q9ZLW6) 

Dihydrodipicolinate reductase (EC 1.3.1.26) (DHPR). {GENE: DAPB OR 

JHP0460} - Helicobacter pylori J99 (Campylobacter pylori J99) 
DAPB HELPy (P94844) 

Dihydrodipicolinate reductase (EC 1.3.1.26) (DHPR). {GENE: DAPB OR 

HP0510} - Helicobacter pylori (Campylobacter pylori) 
DAPF HELPJ (Q9ZLR5) 

Diaminopimelate epimerase (EC 5.1.1.7) (DAP epimerase). {GENE: DAPF OR 

JHP0513} - Helicobacter pylori J99 (Campylobacter pylori J99) 
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DAPF HELPy (025290) 

Diaminopimelate epimerase (EC 5.1.1.7) (DAP epimerase). {GENE: DAPF OR 

HP0566} - Helicobacter pylori (Campylobacter pylori) 
DCDA HELP J (Q9ZME5) 

Diaminopimelate decarboxylase (EC 4.1.1.20) (DAP decarboxylase). {GENE: 

LYSA OR JHP0275} - Helicobacter pylori J99 (Campylobacter pylori J99) 
DCDAJHELPY (P56129) 

Diaminopimelate decarboxylase (EC 4.1.1.20) (DAP decarboxylase). {GENE: 

LYSA OR HP0290} - Helicobacter pylori (Campylobacter pylori) 
DNAK HELPJ/ TQ9ZMW4) 

ChaperoW protein dnaK (Heat shock protein 70) (Heat shock 70 kDa 

protein/(k§P70). {GENE: DNAK OR JHP0101} - Helicobacter pylori J99 

(Campylobacter pylori J99) 
DNAK HELPY (P55994) , 

Chaperonyprotein dnaK (Heat shock protein 70) (Heat shock l/O kCja L, * 

pro1^^h{SP70). {GENE: DNAK OR HP0109} - Helicobaclt^Wd&P fc^J 

(CampylobaCTfer pylori) 
FLAV HELPJ (Q9ZK53) 

Flavodoxin. {GENE: FLDA OR JHP1088) - Helicobacter pylori J99 

(Campylobacter pylori J99) 
FLAV HELPy (025776) 

Flavodoxin. {GENE: FLDA OR HP1161} - Helicobacter pylori (Campylobacter 

pylori) 
FRDA HELPJ (Q9ZMP0) 

Fumarate reductase f lavoprotein subunit (EC 1.3.99.1). {GENE: FRDA OR 

JHP0178} - Helicobacter pylori J99 (Campylobacter pylori J99) 
FRDA HELPy (006913) 

Fumarate reductase f lavoprotein subunit (EC 1.3.99.1). {GENE: FRDA OR 

HP0192} - Helicobacter pylori (Campylobacter pylori) 
GCPJHELPJ (Q9ZJ27) 

Probable O-sialoglycoprotein endopeptidase (EC 3.4.24.57) (Glycoprotease). 

{GENE: GCP OR JHP1491} - Helicobacter pylori J99 (Campylobacter pylori 

J99) 

GCP HELPy (P55996) 

Probable O-sialoglycoprotein endopeptidase (EC 3.4.24.57) (Glycoprotease). 
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{GENE: GCP OR HP1584} - Helicobacter pylori (Campylobacter pylori) 
GIDA HELPJ (Q9ZML9) 

Glucose inhibited division protein A. {GENE: GIDA OR JHP0199} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
GIDAJHELPy (P56138) 

Glucose inhibited division protein A. {GENE: GIDA OR HP0213} - 

Helicobacter pylori (Campylobacter pylori) 
GPfrA HELPJ (Q9ZKP0) 

Glycerol-3-phosphate dehydrogenase [NAD(P)+] (EC 1.1.1.94) 

(NAD(P)H-dependent glycerol-3-phosphate dehydrogenase). {GENE: GPS A 

OR JHP0895} - Helicobacter pylori J99 (Campylobacter pylori J99) 
GPDA HELPy (025614) 

Glycerol-3-phosphate dehydrogenase [NAD(P)+] (EC 1.1.1.94) 

(NAD(P)H-dependent glycerol-3-phosphate dehydrogenase). {GENE: GPS A 

OR HP0961} - Helicobacter pylori (Campylobacter pylori) 
HCPA HELPJ (Q9ZMM1 ) 

Beta-lactamase hcpA precursor (EC 3.5.2.6) (Cysteine-rich 28 kDa protein). 

{GENE: HCPA OR JHP0197} - Helicobacter pylori J99 (Campylobacter 

pylori J99) 
HCPA HELPY (025001 ) 

Beta-lactamase hcpA precursor (EC 3.5.2.6) (Cysteine-rich 28 kDa protein). 

{GENE: HCPA OR HP0211} - Helicobacter pylori (Campylobacter pylori) 
HEMN HELPJ (Q9ZLH0) 

Oxygen-independent coproporphyrinogen III oxidase (EC 1.-.-.-) 

(Coproporphyrinogenase) (Coprogen oxidase). {GENE: HEMN OR JHP0610} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
HEMN HELPy (025376) 

Oxygen-independent coproporphyrinogen III oxidase (EC 1.-.-.-) 

(Coproporphyrinogenase) (Coprogen oxidase). {GENE: HEMN OR HP0665} - 

Helicobacter pylori (Campylobacter pylori) 
HMCT HELPJ (Q9ZL53) 

Cadmium, zinc and cobalt transporting ATPase (EC 3.6.3.3) (EC 3.6.3.5). 

{GENE: CADA OR JHP0727} - Helicobacter pylori J99 (Campylobacter 

pylori J99) 
HMCT HELPy (Q59465) 
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Cadmium, zinc and cobalt transporting ATPase (EC 3.6.3.3) (EC 3.6.3.5). 

{GENE: CADA OR HP0791} - Helicobacter pylori (Campylobacter pylori) 
KDGL HELPJ (Q9ZLE0) 

Diacylglycerol kinase (EC 2.7.1.107) (DAGK) (Diglyceride kinase) (DGK). 

{GENE: DGKA OR JHP0640} - Helicobacter pylori J99 (Campylobacter 

pylori J99) 
KDGL HELPy (P56411) 

Diacylglycerol kmase (EC 2.7.1.107) (DAGK) (Diglyceride kinase) (DGK). 

{GENE: DGKA OR HP0700} - Helicobacter pylori (Campylobacter pylori) 
LEP HELPJ (Q9ZLQ5) 

Signal peptidase I (EC 3.4.21.89) (SPase I) (Leader peptidase I). {GENE: 

LEPB OR JHP0523) - Helicobacter pylori J99 (Campylobacter pylori J99) 
LEP HELPy (025300) 

Signal peptidase I (EC 3.4.21.89) (SPase I) (Leader peptidase I). {GENE: 

LEPB OR HP0576} - Helicobacter pylori (Campylobacter pylori) 
LSPA HELPJ (Q9ZMZ3) 

Lipoprotein signal peptidase (EC 3.4.23.36) (Prolipoprotein signal peptidase) 

(Signal peptidase II) (SPase II). {GENE: LSPA OR JHP0069} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
LSPA HELPy (P25178) 

Lipoprotein signal peptidase (EC 3.4.23.36) (Prolipoprotein signal peptidase) 

(Signal peptidase II) (SPase II). {GENE: LSPA OR URED OR HP0074} - 

Helicobacter pylori (Campylobacter pylori) 
MTN HELPJ (Q9ZMY2) 

MTA/SAH nucleosidase [Includes: 5'-methylthioadenosine nucleosidase 

(EC 3.2.2.16); S-adenosylhomocysteine nucleosidase (EC 3.2.2.9)]. {GENE: 

MTN OR PFS OR JHP0082} - Helicobacter pylori J99 (Campylobacter 

pylori J99) 
MTN HELPy (0249 15) 

MTA/SAH nucleosidase [Includes: 5'-methylthioadenosine nucleosidase 

(EC 3.2.2.16); S-adenosylhomocysteine nucleosidase (EC 3.2.2.9)]. {GENE: 

MTN OR PFS OR HP0089) - Helicobacter pylori (Campylobacter pylori) 
NAPA HELPJ (Q9ZJN1) 

Quinolinate synthetase A. {GENE: NADA OR JHP1274} - Helicobacter 

pylori J99 (Campylobacter pylori J99) 
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NAPA HELPy (025910) 

Quinolinate synthetase A. {GENE: NADA OR HP1356} - Helicobacter pylori 

(Campylobacter pylori) 
PYRD HELPJ (Q9ZM1 1 ) 

Dihydroorotate dehydrogenase (EC 1.3.3.1) (Dihydroorotate oxidase) 

(DHOdehase) (DHODase) (DHOD). {GENE: PYRD OR JHP0412} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
PYRD HELPY (025655) 

Dihydroorotate dehydrogenase (EC 1.3.3.1) (Dihydroorotate oxidase) 

(DHOdehase) (DHODase) (DHOD). {GENE: PYRD OR HP1011} - 

Helicobacter pylori (Campylobacter pylori) 
PYRX HELPJ (Q9ZMG9) 

Probable dihydroorotase-like protein (Aspartate carbamoyltransf erase 42 

kDa non-catalytic chain). {GENE: PYRC OR JHP0251) - Helicobacter pylori 

J99 (Campylobacter pylori J99) 
PYRX HELPY (025045) 

Probable dihydroorotase-like protein (Aspartate carbamoyltransferase 42 

kDa non-catalytic chain). {GENE: PYRC OR HP0266} - Helicobacter pylori 

(Campylobacter pylori) 
RADA HELPJ (Q9ZMK9) 

DNA repair protein radA homolog (DNA repair protein sms homolog). 

{GENE: RADA OR SMS OR JHP0209} - Helicobacter pylori J99 

(Campylobacter pylori J99) 
RADA HELPY (P56148) 

DNA repair protein radA homolog (DNA repair protein sms homolog). 

{GENE: RADA OR SMS OR HP0223} - Helicobacter pylori (Campylobacter 

pylori) 
RIR1 HELPJ (Q9ZLF9) 

Ribonucleoside-diphosphate reductase alpha chain (EC 1.17.4.1) 

(Ribonucleotide reductase). {GENE: NRDA OR JHP0621} - Helicobacter 

pylori J99 (Campylobacter pylori J99) 
RIR1 HELPY (P55982) 

Ribonucleoside-diphosphate reductase alpha chain (EC 1.17.4.1) 

(Ribonucleotide reductase). {GENE: NRDA OR HP0680} - Helicobacter 

pylori (Campylobacter pylori) 
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RODA HELPJ (Q9ZLA0) 

Rod shape-determining protein rodA. {GENE: MRDB OR RODA OR 

JHP0680} - Helicobacter pylori J99 (Campylobacter pylori J99) 
RODA HELPY (P56098) 

Rod shape-determining protein rodA. {GENE: MRDB OR RODA OR HP0743} 

- Helicobacter pylori (Campylobacter pylori) 
RUVA HELPJ (Q9ZKW9) 

Holliday junction DNA helicase ruvA. {GENE: RUVA OR JHP0815} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
RUVA HELPY (025549) 

Holliday junction DNA helicase ruvA. {GENE: RUVA OR HP0883} - 

Helicobacter pylori (Campylobacter pylori) 
RUVB HELPJ (Q9ZM57) 

Holliday junction DNA helicase ruvB. {GENE: RUVB OR JHP0366} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
RUVB HELPy (Q25699) 

Holliday junction DNA helicase ruvB. {GENE: RUVB OR HP1059} - 

Helicobacter pylori (Campylobacter pylori) 
RUVC HELPJ (Q9ZKX3) 

Crossover junction endodeoxyribonuclease ruvC (EC 3.1.22.4) (Holliday 

junction nuclease ruvC) (Holliday juction resolvase ruvC). {GENE: RUVC OR 

JHP0811} - Helicobacter pylori J99 (Campylobacter pylori J99) 
RUVC HELPy (025544) 

Crossover junction endodeoxyribonuclease ruvC (EC 3.1.22.4) (Holliday 

junction nuclease ruvC) (Holliday juction resolvase ruvC). {GENE: RUVC OR 

HP0877} - Helicobacter pylori (Campylobacter pylori) 
RUVX HELPJ (Q9ZMA5) 

Putative Holliday junction resolvase (EC 3.1.-.-). {GENE: JHP0317} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
RUVX HELPy (O2510n 

Putative Holliday junction resolvase (EC 3.1.-.-). {GENE: HP0334} - 

Helicobacter pylori (Campylobacter pylori) 
SDHL HELPJ (Q9ZMU7) 

L-serine dehydratase (EC 4.3.1.17) (L-serine deaminase) (SDH) (L-SD). 

{GENE: SDAA OR JHP0120} - Helicobacter pylori J99 (Campylobacter 
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pylori J99) 
SfrHL HELPy (P56072) 

L-serine dehydratase (EC 4.3.1.17) (L-serine deaminase) (SDH) (L-SD). 

{GENE: SbAA OR HP0132} - Helicobacter pylori (Campylobacter pylori) 
TPX HELP J (Q9ZKE7) 

Probable thiol peroxidase (EC 1.11.1.-). {GENE: TPX OR JHP0991} - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
TPX HELPY (025151) 

Probable thiol peroxidase (EC 1.11.1.-). {GENE: TPX OR HP0390} - 

Helicobacter pylori (Campylobacter pylori) 
TSAA HELPJ (P56876) 

Probable peroxiredoxin (26 kDa antigen). {GENE: TSAA OR JHP1471) - 

Helicobacter pylori J99 (Campylobacter pylori J99) 
TSAA HELPy (P21762) 

Probable peroxiredoxin (26 kDa antigen). {GENE: TSAA OR HP1563} - 

Helicobacter pylori (Campylobacter pylori) 



Search in TrEMBL: There are matches to 95 out of 1016356 
entries 

024946 

Serine transporter (SOAC) {GENE:HP0133} - Helicobacter pylori 
(Campylobacter pylori) 
024955 

Cytochrome C oxidase, heme B and copper-binding subunit, 
membrane-bound (EC 1.9.3.1) (FIXN) {GENE:HP0144} - Helicobacter pylori 
(Campylobacter pylori) 
Q24956 

Cytochrome C oxidase, MONOHEME subunit, membrane-bound (FIXO) 
{GENE:HP0145} - Helicobacter pylori (Campylobacter pylori) 
024957 

CBB3-type cytochrome C oxidase subunit Q (CCOQ) {GENE:HP0146} - 
Helicobacter pylori (Campylobacter pylori) 
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024958 

Cytochrome C oxidase, diheme subunit, membrane-bound (FIXP) 
{GENE:HP0147} - Helicobacter pylori (Campylobacter pylori) 
025002 

Succinyl-diaminopimelate desuccinylase (DAPE) {GENE:HP0212} - 
Helicobacter pylori (Campylobacter pylori) 
025044 

Cytochrome C biogenesis protein (CCD A) {GENE:HP0265} - Helicobacter 
pylori (Campylobacter pylori) 
025143 

Protoporphyrinogen oxidase (HEMK) {GENE:HP0381} - Helicobacter pylori 
(Campylobacter pylori) 
Q25216 

Oligoendopeptidase F (PEPF) {GENE:HP0470} - Helicobacter pylori 
(Campylobacter pylori) 
Q25219 

Molybdenum ABC transporter, periplasmic molybdate-binding protein 
(MODA) {GENE:HP0473} - Helicobacter pylori (Campylobacter pylori) 
025250 

Glycolate oxidase subunit (GLCD) {GENE:HP0509} - Helicobacter pylori 
(Campylobacter pylori) 
025298 

Galactosidase acetyltransferase (LACA) {GENE:HP0574} - Helicobacter 
pylori (Campylobacter pylori) 
Q25343 

Tetrahydrodipicolinate N-succinyltransf erase (DAPD) {GENE:HP0626} - 
Helicobacter pylori (Campylobacter pylori) 
025347 

Modulator of drug activity (MDA66) {GENE:HP0630} - Helicobacter pylori 
(Campylobacter pylori) 
025348 

Quinone-reactive NI/FE hydrogenase, small subunit (HYDA) 
{GENE:HP0631} - Helicobacter pylori (Campylobacter pylori) 
025387 

Methylated-DNA— protein-cysteine methyltransferase (DAT1) 
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{GENE:HP0676} - Helicobacter pylori (Campylobacter pylori) 
025399 

Acetyl coenzyme A acetyltransf erase (Thiolase) (FA DA) {GENE:HP0690} - 
Helicobacter pylori (Campylobacter pylori) 
025402 

Hydantoin utilization protein A (HYUA) {6ENE.HP0695} - Helicobacter 
pylori (Campylobacter pylori) 
025403 

N-METHYLHYDANTOINASE {GENE:HP0696} - Helicobacter pylori 
(Campylobacter pylori) 
025464 

N-acetylmuramoyl-L-alanine amidase (AMIA) {GENE:HP0772} - 
Helicobacter pylori (Campylobacter pylori) 
025596 

D-alanine glycine permease (DAGA) {GENE:HP0942} - Helicobacter pylori 
(Campylobacter pylori) 
025729 

2-keto-3-deoxy-6-phosphogluconate aldolase (EDA) {GENE:HP1099} - 
Helicobacter pylori (Campylobacter pylori) 
025743 

Gamma-glutamyltranspeptidase (&GT) {GENE:HP1118} - Helicobacter pylori 
(Campylobacter pylori) 
025824 

Oxygen-independent coproporphyrinogen III oxidase (HEMN) 
{GENE.HP1226} - Helicobacter pylori (Campylobacter pylori) 
025989 

60 kDa inner-membrane protein {GENE:HP1450} - Helicobacter pylori 
(Campylobacter pylori) 
025997 

Cytochrome C551 peroxidase {GENE:HP1461} - Helicobacter pylori 
(Campylobacter pylori) 
026019 

Proline dipeptidase (PEPQ) {GENE:HP1485} - Helicobacter pylori 
(Campylobacter pylori) 
032633 
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coli cells. Two proteins of molecular mass identical to the B. subtilis IF2 
alpha and -beta were over-expressed and purified using a new three-step 
ion-exchange chromatography procedure. The N - terminal amino acid 
sequence of the two proteins was determined and the results confirmed that 
the two forms were IF2 alpha and -beta, both encoded by the infB gene. The 
N - terminal amino acid sequence determined for IF2 beta is 

Met94-Gln-Asn-Asn-Gln-Phe . The presence of methionine at position 94 shows 
that this form is, in fact, the result of a second translational initiation 
in infBB.su mRNA, since the codon at amino acid position 94" is GUG, which 
is the normal codon for valine, but also known to be an initiator codon. 
This is a new example of the unusual tandem translation in E. coli of an 
open mRNA reading frame. 
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The suil suppressor locus in Saccharomyces cerevisiae encodes a 
translation factor that functions during tRNA(iMet) recognition of the 
start codon. 

Yoon H J; Donahue T F 

Department of Biology, Indiana University, Bloomington 47405. 
Molecular and cellular biology (UNITED STATES) Jan 1992, 12 (1) 
p248-60, ISSN 0270-7306 Journal Code: 8109087 
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We initiated a genetic reversion analysis at the HIS4 locus to identify 
components of the translation initiation complex that are important for 
ribospmal recognition of an initiator codon. Three unlinked suppressor 
loci, suil, sui2, and SUI3, that restore expression of both HIS4 and 
HIS4-lacZ in the absence of an AUG initiator codon were identified. In 
previous studies, it was demonstrated that the sui2 and SUI3 genes encode 
mutated forms of the alpha and beta subunits, respectively, of eukaryotic 
translation initiation factor 2 (eIF-2) . In this report, we describe the 
molecular and biochemical characterizations of the suil suppressor locus. 
The DNA sequence of the SUI1+ gene shows that it encodes a protein of 108 
amino acids with a calculated Mr of 12,300. The suil suppressor genes all 
contain single base pair changes that alter a single amino acid within this 
108-amino-acid sequence. suil suppressor strains that are temperature 
sensitive for growth on enriched medium have altered polysome profiles at 
the restrictive temperature typical of those caused by alteration of a 
protein that functions during the translation initiation process. Gene 
disruption experiments showed that the SUI1 + gene .encodes an essential 
protein, and antibodies directed against the SUI1+ coding region 
identified a protein with the predicted Mr in a ribosomal salt wash 
fraction. As observed for sui2 and SUI3 suppression events, protein 
sequence analysis of His4 -beta-galactosidase fusion proteins produced by 
suil suppression events indicated that a UUG codon is used as the site of 
translation initiation in the absence of an AUG start codon in HIS4 . 



Changing the penultimate proline codon 3' to UUG at his4 to a Phe codon 
(UUC) blocks aminopeptidase cleavage of the amino - terminal amino acid 
of the His4-beta-galactosidase protein, as noted by the appearance of Met 
in the first cycle of the Edman degradation reaction. The appearance of Met 
in the first cycle, as noted, in either a suil or a SUI3 suppressor strain 
showed that the mechanism of suppression is the same for both suppressor 
genes and allows the initiator tRNA to mismatch base pair with the UUG 
codon. This suggests that the Suil gene product performs a function similar 
to that of the beta subunit of eIF-2 as encoded by the SUI3 gene. However, 
the Suil gene product does not appear to be a required subunit of eIF-2 on 
the basis of purification schemes designed to identify the GTP-dependent 
binding activity of eIF-2 for the initiator tRNA. (ABSTRACT TRUNCATED AT 400 
WORDS) 
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Cloning and expression of eukaryotic initiation factor 4B cDNA: sequence 
determination identifies a common RNA recognition motif. 
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Eukaryotic protein synthesis initiation factor 4B (eIF-4B) is an 80,000 
dalton polypeptide which is essential for the binding of mRNA to ribosomes. 
A highly purified preparation of eIF-4B from HeLa cells was subjected to 
enzymatic cleavage and amino - terminal amino acid sequence analysis. 
Degenerate oligonucleotide probes were used to isolate a 3851 bp cDNA 
encoding eIF-4B from a human cDNA library. The DNA encodes a protein 
comprising 611 residues with a mass of 69,843 daltons . The amino - 
terminal domain of eIF-4B contains a consensus RNA binding domain present 
in a number of other RNA binding proteins. Expression of eIF-4B in 
transfected COS-1 cells yielded a polypeptide which reacted with 
anti-eIF-4B antiserum and comigrated with purified eIF-4B. Expression of 
eIF-4B in COS-1 cells resulted in a general inhibition of translation, 
possibly due to a 50-fold eIF-4B overproduction. 
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Isolation and molecular genetic characterization of the Bacillus subtilis 
gene (infB) encoding protein synthesis initiation factor 2 . 

Shazand K; Tucker J; Chiang R; Stansmore K; Sperling-Petersen H U; 
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Western blot (immunoblot) analysis of Bacillus subtilis cell extracts 
detected two proteins that cross -reacted with monospecific polyclonal 

antibody raised against Escherichia coli initiation factor 2 alpha (IF2 
alpha) . Subsequent Southern blot analysis of B. subtilis genomic DNA 
identified a 1.3-kilobase (kb) Hindlll fragment which cross -hybridized with 
both E. coli and Bacillus stearothermophilus IF2 gene probes. This DNA was 
cloned from a size-selected B. subtilis plasmid library. The cloned Hindlll 
fragment, which was shown by DNA sequence analysis to encode the N - 
terminal half of the B. subtilis IF2 protein and 0.2 kb of upstream 
flanking sequence, was utilized as a homologous probe to clone an 
overlapping 2.76-kb Clal chromosomal fragment containing the entire IF2 
structural gene. The Hindlll fragment was also used as a probe to obtain 
overlapping clones from a lambda gtll library which contained additional 
upstream and downstream flanking sequences. Sequence comparisons between 
the B. subtilis IF2 gene and the other bacterial homologs from E. coli, B. 
stearothermophilus, and Streptococcus faecium displayed extensive nucleic 
acid and* protein sequence homologies. The B. subtilis infB gene encodes two 
proteins, IF2 alpha (78.6 kilodaltons) and IF2 beta (68.2 kilodaltons); 
both were expressed in B. subtilis and E. coli. These two proteins 
cross-reacted with antiserum to E. coli IF2 alpha and were able to 
complement in vivo an E. coli infB gene disruption. Four-factor 
recombination analysis positioned the infB gene at 145 degrees on the B. 
subtilis chromosome, between the polC and spcB loci. This location is 
distinct from those of the other major ribosomal protein and rRNA gene 
clusters of B. subtilis. 
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The two forms of the beta-subunit of initiation factor-2 from 
reticulocyte lysates arise from proteolytic degradation. 

Price N T; Nakielny S F; Clark S J; Proud C G 
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Dholakia and Wahba (J. Biol. Chem. (1987) 262, 10164-10170) have reported 
that preparations of purified initiation factor-2 (eIF-2) from rabbit 
reticulocytes contain two forms of the beta-subunit. These forms differ in 
their apparent molecular weights as judged by sodium dodecyl sulphate 
polyacrylamide gel electrophoresis (SDS-PAGE) , and are accordingly termed 
beta H (heavy, the slower-migrating species, apparent Mr = 54,300) and beta 
L (light, the faster-migrating species, apparent Mr = 53,100). We confirm 
that two forms of eIF-2 beta are present in such preparations, but present 
evidence that the beta L is generated from beta H during the isolation 
procedure. Crude reticulocyte lysates contain only the beta H species as 
judged from immunoblotting of reticulocyte proteins resolved by SDS-PAGE 
using an antiserum against eIF-2 beta. The beta L species appears after 
the ammonium sulphate fractionation step used early in the purification 
procedure, but is not apparent if a cocktail of proteinase inhibitors is 
included in the buffers used during the purification, indicating that it is 
a proteolytic degradation product generated during the isolation procedure. 
Cleveland mapping failed to reveal any differences between the two species. 
Both the beta H and the beta L forms are phosphorylated by casein kinase-2, 
and, as judged by one- and two-dimensional peptide mapping, at identical 
•sites in each species. Since casein kinase-2 phosphorylates serine-2 in 
eIF-2 beta, the beta L form must still contain the N - terminal region 
and is presumably produced by limited proteolysis at the carboxyl terminus 
of the beta-subunit. 
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DapB {GENE:DAPE} - Helicobacter pylori (Campylobacter pylori) 
033991 

Nucleosidase homolog (Fragment) - Helicobacter pylori (Campylobacter 
pylori) 
050170 

Putative 32.7 kDa protein - Helicobacter pylori (Campylobacter pylori) 
068226 

Flavodoxin A {GENE'-FLDA} - Helicobacter pylori (Campylobacter pylori) 
087193 

Cb-type cytochrome c oxidase subunit I (EC 1.9.3.1) {GENE:CCON} - 
Helicobacter pylori (Campylobacter pylori) 
087194 

Cb-type cytochrome c oxidase subunit II (EC 1.9.3.1) {GENE:CCOO} - 
Helicobacter pylori (Campylobacter pylori) 
087195 . 

Cb-type cytochrome c oxidase subunit IV (EC 1.9.3.1) {GENE:CCOQ} - 
Helicobacter pylori (Campylobacter pylori) 
087196 

Cb-type cytochrome c oxidase subunit III (EC 1.9.3.1) {GENE:CCOP} - 
Helicobacter pylori (Campylobacter pylori) 
P94843 

Putative glycolate oxidase subunit (EC 1.1.3.15) {GENE:6LCD} - 
Helicobacter pylori (Campylobacter pylori) 
P94847 ' 

48 kDa antigen - Helicobacter pylori (Campylobacter pylori) 
P94848 

29 kDa protein - Helicobacter pylori (Campylobacter pylori) 
Q83YF0 

NudA (Fragment) {GENE:NUDA} - Helicobacter pylori (Campylobacter 
pylori) 
Q83YF1 

NudA (Fragment) {GENE'-NUDA} - Helicobacter pylori (Campylobacter 
pylori) 
Q83YF2 

NudA (Fragment) {GENE:NUDA} - Helicobacter pylori (Campylobacter 
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pylori) 
Q83YF3 

NudA (Fragment) {GENE:NUDA} - Helicobacter pylori (Campylobacter 
pylori) 
Q84DD1 

Gamma-glutamyltranspeptidase - Helicobacter pylori (Campylobacter pylori) 
Q86DA0 

Conserved hypothetical protein (Fragment) {GENE.HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q86DA1 

Conserved hypothetical protein (Fragment) {GENE.HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q86DA2 

Conserved hypothetical protein (Fragment) {SENE:HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q86DA3 

Conserved hypothetical protein (Fragment) {GENE:HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q8GDA4 

Conserved hypothetical protein (Fragment) {GENE:HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q8GDA5 

Conserved hypothetical protein (Fragment) {GENE:HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q86DA6 

Conserved hypothetical protein (Fragment) {GENE:HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q86DA7 

Conserved hypothetical protein (Fragment) {GENE:HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q86DA8 

Conserved hypothetical protein (Fragment) {£ENE:HP519} - Helicobacter 
pylori (Campylobacter pylori) 
Q86DA9 

Conserved hypothetical protein (Fragment) {GENE:HP519} - Helicobacter 
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pylori (Campylobacter pylori) 
Q8RNU2 

Heat shock protein B subunit (60 kDa chaperonin) (Protein Cpn60) (groEL 
protein) {GENE'.HSPB} - Helicobacter pylori (Campylobacter pylori) 
Q8RNU3 

Heat shock protein A subunit (10 kDa chaperonin) (Protein CpnlO) (groES, 
protein) {GENE'.HSPA} - Helicobacter pylori (Campylobacter pylori) 
Q8RNU7 

20 kDa membrane-associated lipoprotein (Membrane-associated lipoprotein 
Lpp20) {GENE:LPP20} - Helicobacter pylori (Campylobacter pylori) 
Q93SI8 

26,000 kDa protein (Fragment) - Helicobacter pylori (Campylobacter 
pylori) 
Q9F5N9 

Gamma-glutamyltranspeptidase - Helicobacter pylori (Campylobacter pylori) 
Q9L7Q1 

Flavodoxin {GENE.FLDA} - Helicobacter pylori (Campylobacter pylori) 
Q9R2X6 

60 kDa major heat shock protein (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
Q9R4J2 

31 kDa major NONSELECTIVE porin protein (Fragment) - Helicobacter 
pylori (Campylobacter pylori) 
Q9R4W4 

25 kDa major heat shock protein (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
Q9R4W5 

30 kDa major heat shock protein (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
Q9R4W6 

56 kDa major heat shock protein (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
Q9R4W7 

66 kDa major heat shock protein (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
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Q9R510 

60 kDa heat shock protein/groEL homolog (Fragment) - Helicobacter pylori 
(Campylobacter pylori) 
Q9R5L5 

HSP62=62 kDa urease-associated heat shock protein (Fragment) - 
Helicobacter pylori (Campylobacter pylori) 
Q9S0Q6 

Lipoprotein signal peptidase A {GENE'-LSPA} - Helicobacter pylori 
(Campylobacter pylori) 
Q9X749 

HopV protein precursor (27 kDa outer membrane protein) {GENE:HOPV OR 
OMP27} - Helicobacter pylori (Campylobacter pylori) 
Q9ZIQ5 

Adhesin-thiol peroxidase TagD {GENE:TAGD} - Helicobacter pylori 
(Campylobacter pylori) 
Q9ZJB7 

Putative component of cation transport for CBB3-type oxidase {GENE:FIXI 
OR JHP1396} - Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZJF8 

Putative cytochrome C peroxidase {GENE: JHP1354} - Helicobacter pylori 
J99 (Campylobacter pylori J99) 
Q9ZK00 

Oxygen-independent coproporphyrinogen III oxidase {GENE:HEMN_2 OR 
JHP1147} - Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZK95 

Gamma-glutamyltranspeptidase {GENE:GGT OR JHP1046} - Helicobacter 
pylori J99 (Campylobacter pylori J99) 
Q9ZKB4 

2-keto-3-deoxy-6-phosphogluconate aldolase {GENE: EDA OR JHP1025} - 
Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZKD9 

Protoporphyrinogen oxidase {<SENE:HEMG OR JHP1000} - Helicobacter 
pylori J99 (Campylobacter pylori J99) 
Q9ZL71 

Putative probable N-acetylmuramoyl-L-alanine amidase {GENE:AMIA OR 
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JHP0709} - Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZLE7 

Putative hydantoin utilization {GENE: JHP0633} - Helicobacter pylori J99 
(Campylobacter pylori J99) 
Q9ZLE8 

Putative hydantoin utilization {GENE: JHP0632} - Helicobacter pylori J99 
(Campylobacter pylori J99) 
Q9ZLK9 

Putative 2,3,4,5-tetrahydropyridine-2-carboxylate N-succinyltransf erase 
{GENE:bAPD OR JHP0570} - Helicobacter pylori J99 (Campylobacter 
pylori J99) 
Q9ZLW7 

Putative glycolate oxidase {GENE:GLCD OR JHP0459} - Helicobacter pylori 
J99 (Campylobacter pylori J99) 
Q9ZLX5 ' 

Putative phospholipase Al {GENE:PLDA OR JHP0451} - Helicobacter pylori 
J99 (Campylobacter pylori J99) 
Q9ZLZ8 

Molybdate ABC transporter, ATP-binding protein {GENE:MODC OR 
JHP0427} - Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZLZ9 

Molybdate ABC transporter, permease {GENE:MODB OR JHP0426} - 
Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZM00 

Molybdate ABC transporter, periplasmic-binding protein {6ENE:M0DA OR 
JHP0425} - Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZM03 

Oligopeptidase {GENE:PEPF OR JHP0422} - Helicobacter pylori J99 
(Campylobacter pylori J99) 
Q9ZM36 

Putative proline peptidase {GENE.PEPQ OR JHP0387} - Helicobacter pylori 
J99 (Campylobacter pylori J99) 
Q9ZME9 

ATP-dependent zinc METALL0PEPTTDA5E {GENE:FTSH_1 OR JHP0271} - 
Helicobacter pylori J99 (Campylobacter pylori J99) 
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Q9ZMH0 

Putative cytochrome C-type biogenesis protein {GENEXCbA OR JHP0250} 

- Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZMM0 

Succinyl-diaminopimelate desuccinylase {GENE:DAPE OR JHP0198} - 
Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZMT3 

Cytochrome oxidase (CBB3-type) {GENE:FIXP OR JHP0135} - Helicobacter 
pylori J99 (Campylobacter pylori J99) 
Q9ZMT4 

Putative cytochrome oxidase (CBB3-type) {GENE:FIXQ OR JHP0134} - 
Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZMT5 

Cytochrome oxidase (CBB3-type) {GENE:FIXO OR JHP0133} - 
Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZMT6 

Cytochrome oxidase (CBB3-type) {6ENE.FIXN OR JHP0132} - 
Helicobacter pylori J99 (Campylobacter pylori J99) 
Q9ZMU6 

L-serine transporter, similar to E. COLI NHAB {GENE:SDAC OR JHP0121} 

- Helicobacter pylori J99 (Campylobacter pylori J99) 



J New Search j 

in Swiss-Prot/TrEMBL by AC, ID, 
description, gene name, organism 
Please do NOT use any boolean 
operators (and, or, etc.) 



If you would like to retrieve all the Swiss-Prot/TrEMBL entries contained in 
this list , you can enter a file name. These entries will then be saved to a file 
under this name in the directory outgoing of the ExPASy anonymous ftp server , 
from where you can download it. (Please note that this temporary file will only 
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be kept for 1 week.) 
File name: f ■ 



Format: -® Swiss-Prot oFasta 



Reset or 



Create file 
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